
Supplemental file 5a Aligned sequences obtained with primer pairs STCP2 

on the DNA of S. candolleanum (syn. S. multidissectum, PI 498304, PI 

210055, PI 473352), S. brevicaule (syn. S. gourlayi, PI 558062) and S. 

tuberosum (k-3446) 

 

tbr, k-3446 1 A G T T C C C C T C T C G A C A T C A T T A T T C C A A G A A A A T T T G A T A G T T A A A A A T A A C T T T T G A T C 60

mlt, PI 498304 1 A G T T C C C C T C T C G A C A T C A T T A T T C C A A G A A A A T T T G A T A G T T A A A A A T A A C T T T T G A T C 60

mlt, PI 210055 1 A G T T C C C C T C T C G A C A T C A T T A T T C C A A G A A A A T T T G A T A G T T A A A A A T A A C T T T T G A T C 60

mlt, PI 473352 1 A G T T C C C C T C T C G A C A T C A T T A T T C C A A G A A A A T T T G A T A G T T A A A A A T A A C T T T T G A T C 60

grl, PI 558062 1 A G T T C C C C T C T C G A C A T C A T T A T T C C A A G A A A A T T T G A T A G T T A A A A A T A A C T T T T G A T C 60

tbr, k-3446 61 A T C T T A G G A A A A A A G A T A A G T C T T T T T T T T T T T T T C A T C T G A T T G A T A A A A T C C A A A G A A 120

mlt, PI 498304 61 A T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T G A T T G A T A A A A T C C A A A G A A 84

mlt, PI 210055 61 A T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T G A T T G A T A A A A T C C A A A G A A 84

mlt, PI 473352 61 A T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T G A T T G A T A A A A T C C A A A G A A 84

grl, PI 558062 61 A T C - - - - - - - - - - A G A T A A G T C T T T T T T T T T T T - - C A T C T G A T T G A T A A A A T C C A A A G A A 108

tbr, k-3446 121 T G G G G 125

mlt, PI 498304 85 T G G G G 89

mlt, PI 210055 85 T G G G G 89

mlt, PI 473352 85 T G G G G 89

grl, PI 558062 109 T G G G G 113

 

 

Supplemental file 5b Aligned sequences obtained with primer pairs 

STCP11 on the DNA of S. brevicaule (syn. S. spegazzinii, PI 472988) and 

S. tuberosum (k-3446) 

 

tbr, k-3446 1 A T T G A A T T A T A G G A A A G A A A G A A T A A A A A C A A A A A A A G A A A A A A G G A A G A A A A A A A A A A G 60

spg, PI 472988 1 A T T G A A T T A T A G G A A A G A A A G A A T A A A A A C A A A A A A A G A - - - - - - - - - - - - - - - - - - - - - 39

tbr, k-3446 61 A C A T C C C T C C T T T T T G C T T T T G C A A T T A G A T T C T T T T C T T T C T A T T T C G A T T T T T T T A T T 120

spg, PI 472988 39 - C A T C C C T C C T T T T T G C T T T T G C A A T T A G A T T C T T T T C T T T C T A T T T C T A T T T T T T T A T T 98

tbr, k-3446 121 T C A T T C C T A T T C T C C T 136

spg, PI 472988 99 T C A T T C C T A T T C T C C T 114

 

 


